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INTRODUCTION

Fermented meat products represent an important cultural heritage. In
the traditional production processes the presence of indigenous
microorganisms confers peculiar technological and organoleptic
features to these products, also linked to the geographical origin (Van
Reckem et al., 2019). On the other hand, the introduction of starter
cultures to enhance product safety in the meat industry led to an
Impoverishment of their typical characteristics (Cocconcelli and
Fontana, 2010).

AlIM OF THE RESEARCH

The study of traditional spontaneously fermented sausages microbiota
can represent an important tool to find new technological and
functional strains able to preserve product microbial biodiversity and
traditional features. With this aim, 15 spontaneously fermented
European sausages, characterized for their features and microbial
biodiversity, were used as a source of isolation for new lactic acid
bacteria (LAB) strains. The isolates, tested for their biodiversity and
genetically identified, were evaluated for their safety properties.

4 METHODS A

v' Collected sausages sample (Italy, Slovenia, Spain and Croatia) characterization = Microbial counts: cultivation-dependent technique on selective
media and metagenomic analysis; pH, a,, biogenic amines and aroma profiles according to Tabanelli et al. (2020).
\/ LAB strains isolation, genetical identification and characterization as regard their safety properties according to Dentice Maidana et al. (2020). Y,

RESULTS
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Tab 1. Characterization of different traditional sausages. The analyses were performed in triplicate. Different letters indicate significant differences in the results between samples.

The results showed that LAB were the predominant
microbial population in each product, while in several
samples staphylococci were under the detection limit
because the low pH Inhibit their growth.
Enterobacteriaceae were detected only in Croatian

sausages, that were characterized also by the highest
content of biogenic amines. The geographical origin

Metagenomic analysis = differences in the amplicon sequence variants. The
dendrogram evidenced 4 cluster groups: Latilactobacillus sakel was the
principal responsible for the description of the first larger group, while Staph.
xylosus determined the cluster of ESA. The third cluster was mainly influenced
by the presence of Companilactobacillus, Corynebacterium and Brochothrix
thermosphacta, while the last group depended on the variable Staph. equorum.
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squares show the clusterization result.
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